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3 <110> 



APPLICANT: Van Mellaert, Herman 
Botterman, Johan 
Van Rie, Jeroen 
Joos , Henk 



4 
5 
6 



8 <12 0> TITLE OF INVENTION: RECOMBINANT PLANT EXPRESSING NON- COMPETITIVELY 
BINDING Bt 



11 <130> FILE REFERENCE: 1021565-000155 

13 <140> CURRENT APPLICATION NUMBER: 10/809, 953A 

14 <141> CURRENT FILING DATE: 2004-03-26 

16 <150> PRIOR APPLICATION NUMBER: 09/661,061 

17 <151> PRIOR FILING DATE: 2000-09-13 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP/00905 

20 <151> PRIOR FILING DATE: 1990-05-30 

22 <150> PRIOR APPLICATION NUMBER: GB 89401499.2 

23 <151> PRIOR FILING DATE: 1989-05-31 
25 <160> NUMBER OF SEQ ID NOS : 10 

27 <170> SOFTWARE: Patent In version 3.3 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 12 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Bacillus thuringiensis 

34 <400> SEQUENCE: 1 

35 tggccagcgc ca 12 

38 <210> SEQ ID NO: 2 

39 <211> LENGTH: 15 

40 <212> TYPE: DNA 

41 <213> ORGANISM: Bacillus thuringiensis 

43 <400> SEQUENCE: 2 

44 tgccagcgcc accat 15 

47 <210> SEQ ID NO: 3 

48 <211> LENGTH: 28 

49 <212> TYPE: DNA 

50 <213> ORGANISM: Bacillus thuringiensis 

52 <400> SEQUENCE: 3 

53 cggaggtatt ccatggagga aaataatc 28 

56 <210> SEQ ID NO: 4 

57 <211> LENGTH: 34 

58 <212> TYPE: DNA 

59 <213> ORGANISM: Bacillus thuringiensis 

61 <400> SEQUENCE: 4 

62 cctatttgaa gccatggtaa ctcctccttt tatg 34 

65 <210> SEQ ID NO: 5 

66 <211> LENGTH: 3903 
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67 <212> TYPE: DNA 

68 <213> ORGANISM: Bacillus thuringiensis 

71 <220> FEATURE: 

72 <221> NAME/KEY: CDS 

73 <222> LOCATION: (264) (3761) 

75 <400> SEQUENCE: 5 

76 ggatctgttt taatataagg gatttgtgcc cttctcgtta tattctttta ttagccccaa 60 
78 aaactagtgc aactaaatat ttttataatt acactgatta aatactttat ttttgggagt 12 0 
80 aagatttatg ctgaaatgta ataaaattcg ttccattttc tgtattttct cataaaatgt 180 
82 ttcatatgct ttaaattgta gtaaagaaaa acagtacaaa cttaaaagga ctttagtaat 240 

84 ttaataaaaa aaggggatag ttt atg gaa ata aat aat caa aac caa tgt gtg 293 

85 Met Glu lie Asn Asn Gin Asn Gin Cys Val 

86 1 5 10 

88 cct tac aat tgt tta agt aat cct aag gag ata ata tta ggc gag gaa 341 

89 Pro Tyr Asn Cys Leu Ser Asn Pro Lys Glu lie lie Leu Gly Glu Glu 

90 15 20 25 

92 agg eta gaa aca ggg aat act gta gca gac att tea tta ggg ctt att 389 

93 Arg Leu Glu Thr Gly Asn Thr Val Ala Asp lie Ser Leu Gly Leu lie 

94 30 35 40 

96 aat ttt eta tat tct aat ttt gta eca gga gga gga ttt ata gta ggt 437 

97 Asn Phe Leu Tyr Ser Asn Phe Val Pro Gly Gly Gly Phe lie Val Gly 

98 45 50 55 

100 tta eta gaa tta ata tgg gga ttt ata ggg cct teg caa tgg gat att 485 

101 Leu Leu Glu Leu lie Trp Gly Phe lie Gly Pro Ser Gin Trp Asp lie 

102 60 65 70 

104 ttt tta get caa att gag caa ttg att agt caa aga ata gaa gaa ttt 533 

105 Phe Leu Ala Gin He Glu Gin Leu He Ser Gin Arg He Glu Glu Phe 

106 75 80 85 90 

108 get agg aat cag gca att tea aga ttg gag ggg eta age aat ctt tat 581 

109 Ala Arg Asn Gin Ala He Ser Arg Leu Glu Gly Leu Ser Asn Leu Tyr 

110 95 100 105 

112 aag gtc tat gtt aga geg ttt age gae tgg gag aaa gat cct act aat 629 

113 Lys Val Tyr Val Arg Ala Phe Ser Asp Trp Glu Lys Asp Pro Thr Asn 

114 110 115 120 

116 cct get tta agg gaa gaa atg cgt ata caa ttt aat gac atg aat agt 677 

117 Pro Ala Leu Arg Glu Glu Met Arg He Gin Phe Asn Asp Met Asn Ser 

118 125 130 135 

120 get etc ata acg get att eca ctt ttt aga gtt caa aat tat gaa gtt 725 

121 Ala Leu He Thr Ala He Pro Leu Phe Arg Val Gin Asn Tyr Glu Val 

122 140 145 150 

124 get ctt tta tct gta tat gtt caa gee gca aac tta cat tta tct att 773 

125 Ala Leu Leu Ser Val Tyr Val Gin Ala Ala Asn Leu His Leu Ser He 

126 155 160 165 170 

128 tta agg gat gtt tea gtt tte gga gaa aga tgg gga tat gat aca geg 821 

129 Leu Arg Asp Val Ser Val Phe Gly Glu Arg Trp Gly Tyr Asp Thr Ala 

130 175 180 185 

132 act ate aat aat cgc tat agt gat ctg act age ctt att cat gtt tat 869 

133 Thr He Asn Asn Arg Tyr Ser Asp Leu Thr Ser Leu He His Val Tyr 

134 190 195 200 
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